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Abstract
Hospital effluents are involved in dissemination of antibiotic-resistant integrons. We describe here a new class 3 integron, In3-5, detected in
an Enterobacter cloacae isolate retrieved from a random French hospital effluent sample collected in 2009. In3-5 carries two gene cassettes:
the new blaOXA-256 and an aac(6′)-Ib variant, respectively conferring resistance to b-lactams and aminoglycosides. In3-5 is located on an
IncQ-like backbone plasmid. Class 3 integrons could thus be involved in the dissemination of antibiotic resistance in both clinical settings and
the environment, and could participate in the exchange of antibiotic-resistance genes between these two ecosystems.
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Abstract
A selection of plasmid-mediated AmpC-producing Escherichia coli isolates carrying blaCMY-2 from Swedish broilers were characterized to
establish their relatedness to and a possible overlap with human clinical E. coli isolates. The results showed diversity among the E. coli
isolated from broilers, indicating that the spread in the population was not due to one strain. However, only one type of plasmid belonging
to replicon type incK was identified. Furthermore, there were no indications of spread of blaCMY-2 E. coli isolates from broilers to human
clinical settings, although Swedish broilers may be a source of blaCMY-2 and/or the plasmid carrying blaCMY-2.
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Abstract
Little is known about the clinical significance and laboratory diagnosis of Actinomyces funkei. In this report we describe six clinical cases
where A. funkei was isolated from purulent, polymicrobial infections. Conventional identification procedures were compared with
molecular methods including matrix-assisted laser desorption/ionization time-of-flight mass spectrometry technique. Analysis of the full 16S
rRNA gene sequence of the six investigated strains revealed differences from the A. funkei type strain. DNA–DNA hybridization showed
that the clinical strains represent a novel 16S rRNA gene variant within the species of A. funkei.
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